Key indicators: single-crystal X-ray study; T = 297 K; mean (C-C) = 0.003 Å; R factor = 0.037; wR factor = 0.099; data-to-parameter ratio = 11.7.
In the title compound, C 18 H 17 NO, the dihydroindene ring system is approximately planar, with a maximum deviation of 0.041 (2) Å . This ring system is almost coplanar with the benzene ring, making a dihedral angle of 5.22 (9) . In the crystal, intermolecular C-HÁ Á ÁO hydrogen bonds link the molecules into chains along the b axis.
Related literature
For the background to dihydroindene and its derivatives, see: Kohlhagen et al. (1998) Mo K radiation = 0.08 mm À1 T = 297 K 0.46 Â 0.33 Â 0.06 mm
Data collection
Bruker SMART APEXII DUO CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2009) T min = 0.965, T max = 0.995 8530 measured reflections 2147 independent reflections 1657 reflections with I > 2(I) R int = 0.032 Refinement R[F 2 > 2(F 2 )] = 0.037 wR(F 2 ) = 0.099 S = 1.08 2147 reflections 183 parameters 1 restraint H-atom parameters constrained Á max = 0.12 e Å À3 Á min = À0.12 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) x; y À 1; z.
Data collection: APEX2 (Bruker, 2009); cell refinement: SAINT (Bruker, 2009); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009). Spek, A. L. (2009) . Acta Cryst. D65, 148-155. Tomar, V., Bhattacharjee, G., Kamaluddin & Kumar, A. (2007) et al., 1998) . The search for new potent antimicrobial agents with reduced toxicity and lower side effects is a continuous process (Prasad et al., 2006) . One of the most frequently encountered groups of organic compounds in medicinal chemistry is dihydroindene its derivatives (Tomar et al., 2007) . In addition, dihydroindene derivatives have shown activity against dermatophytes but not against other types of fungi. Dihydroindene derivatives are readily synthesized by the base-catalysed Claisen-Schmidt condensation of an aldehyde and an appropriate ketone in a polar solvent such as ethanol and yields may be variable, ranging from 5% to 80% (Tomar et al., 2007) . The dihydroindene derivatives have a diverse range of biological activities, among which antimalarial, antitubercular, anti-inflammatory, cytotoxic, antioxidant, analgesic, antiviral and antimicrobial properties have been widely cited (Tomar et al., 2007; Bhat et al., 2005; Trivedi et al., 2007; Solankee et al., 2010; Liu et al., 2003; Trivedi et al., 2008; Cheng et al., 2008) .
In the title compound ( Fig. 1) , the dihydroindene ring system (C8-C16) is approximately planar, with a maximum deviation of 0.041 (2) Å at atom C15. This ring system is almost coplanar with the benzene ring (C1-C6), with a dihedral angle of 5.22 (9)°. Bond lengths and angles are within the normal ranges and are comparable to those in the related crystal structure (Ali et al., 2010) .
In the crystal packing ( Fig. 2) , intermolecular C9-H9A···O1 hydrogen bonds (Table 1) link the molecules into chains along the b axis.
Experimental
A mixture of 2,3-dihydro-1H-indene-1-one (0.001 mmol) and 4-nitrobenzaldehyde (0.001 mmol) was dissolved in methanol (10 ml) and to this mixture was added 30% sodium hydroxide solution (5 ml). The mixture was stirred for 5 h. After the completion of the reaction, as evident from TLC, the mixture was poured on to crushed ice, then neutralized with concentrated HCl. The precipitated solid was filtered, washed with water and recrystallized from ethanol to yield the title compound as light yellow crystals.
Refinement
All H atoms were positioned geometrically and refined using a riding model with U iso (H) = 1.2 or 1.5 U eq (C) [C-H = 0.93-0.97 Å]. A rotating group model was applied to the methyl groups. In the absence of significant anomalous scattering effects, 1725 Friedel pairs were merged for the final refinement. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 0.0397 (9) 0.0456 (9) 0.0375 (9) −0.0028 (7) −0.0002 (8) 0.0006 (8) C4 0.0441 (10) 0.0387 (9) 0.0457 (11) −0.0029 (7) −0.0001 (8) −0.0041 (8) C5 0.0394 (9) 0.0399 (9) 0.0462 (10) −0.0074 (7) −0.0027 (8) −0.0035 (8) C6 0.0391 (9) 0.0397 (9) 0.0384 (10) −0.0046 (7) 0.0014 (8) 0.0010 (8) C7 0.0459 (10) 0.0365 (9) 0.0419 (11) −0.0027 (7) 0.0037 (8) 0.0009 (8) C8 0.0404 (9) 0.0376 (9) 0.0437 (10) −0.0016 (7) 0.0037 (8) 0.0023 (8) C9 0.0388 (9) 0.0434 (9) 0.0507 (11) −0.0009 (7) 0.0016 (8) −0.0020 (9) C10 0.0400 (9) 0.0463 (10) 0.0415 (10) −0.0026 (7) −0.0001 (8) 0.0061 (9) C11 0.0499 (11) 0.0533 (11) 0.0474 (11) −0.0051 (9) −0.0020 (9) 0.0017 (10) C12 0.0455 (11) 0.0691 (14) 0.0523 (12) −0.0102 (10) −0.0053 (10) 0.0080 (12) C13 0.0401 (10) 0.0709 (14) 0.0606 (13) 0.0029 (9) −0.0030 (10) 0.0141 (12) C14 0.0477 (10) 0.0536 (10) 0.0597 (13) 0.0070 (9) 0.0015 (10) 0.0096 (11) C15 0.0414 (9) 0.0437 (9) 0.0442 (10) −0.0005 (7) 0.0016 (8) 0.0078 (9) C16 0.0451 (10) 0.0373 (9) 0.0476 (11) 0.0003 (7) 0.0037 (9) 0.0072 (9) 
